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Transcriptome analysis network in oryzae pv.
Xiao-Jie Cheng Teng-Qiong Yu Figure S1 . GO functional categorization of differentially expressed unitranscripts (DEUs) in three samples after same GO term are indicated by the bars; the x axis indicates the number of genes in a category. TE and TO represent the meyeriana leaf sample at the early stage (1 inoculation. CO shows the leaf sample without pathogen inoculation. 
GO functional categorization of differentially expressed unitranscripts
Numbers of DEUs assigned to the axis indicates the subcategories, and the axis indicates the number of genes in a category. TE and TO represent the O. 
